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Met Ala
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280

aag
Lys

aag
Lys
265

gag
Glu

gga
Gly

aag
Lys

tgt
Cys

gtt
Val

aag
Lys

gtg
Val

tgc
Cys

atc
Ile

gce
Ala

aga
Arg
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Cys
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PRT
Homo

15

Met Ala Asn

1

Glu Ala Asp

Ile

Lys

Gly
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Lys
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Gln
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Arg
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Pro

Met
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Glu
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280

Lys

Leu
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185

Gln
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Lys

Ile

Lys

265

Glu

Gly
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Asp Ser
170

Thr Val

Asn Arg
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Vval Glu

235

Thr Phe
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Lys Lys

Cys Val
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Arg
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Val

Met

Leu

220

Ile
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Ala Phe
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270
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Lys
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Leu

Ala
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Thr
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Leu
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Leu

Lys
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Leu
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Lys
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Arg
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Lys
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230

Val

Lys

Gln

Leu
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Ile
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Thr

Asp

Glu

135
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Lys

Glu

Leu

Pro

215

Ser
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Glu

Ala

40

Lys

Gln

Ala

Thr

Glu
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Lys
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Lys
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105

Lys
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Gln

Lys
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265

Leu

Glu
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Ser
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Ser
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Gln

Arg
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Pro

Met

Met

Glu

Arg

250

Pro

Arg

Ile

Val
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Met

Ser

Ala

Gln

Leu
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Arg

Gln
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Lys
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Ile

Lys

Glu

Glu
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Lys
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Gly
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Ser
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Asp
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Lys

Glu
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Gln
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Thr
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205
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Glu
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Lys
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Ile

Glu

Lys
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Ala

Arg

Leu
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Met

Leu

Ile
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Lys

Lys

Ala

Asn

95

Glu

Ile
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Tyr
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vVal
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Leu
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Trp

Leu

Gln

Phe
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val

Gln

Glu
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Ile

Gln

Ala

240

Phe
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Gln Ile Gln Pro Asp Leu His Thr Asn Asp Glu Cys Val Ala Thr Tyr
275 280 285

Lys Gly Val Pro Phe Glu Val Lys Gly Lys Gly Val Cys Arg Ala Gln
290 295 300

Thr Met Sexr Asn Ser Gly Ile Lys
305 310
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